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RESEARCH: 

In today’s world, three seemingly diverse fields - computer information 
technology, nanotechnology and biotechnology are joining forces to 
enlarge our scientific knowledge and solve complex technological 
problems. Our group is dedicated to conduct theoretical research 
exploring the challenges in this area. 
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Yeast Protein Interactions 
Protein Structures 

Current Transport through Small Molecules 
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Analysis of Protein interaction Data from Yeast 
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RESEARCH: 

Currently we are trying to understand the yeast proteome. There are 
several experimental studies exploring the technology, nanotechnology 
and biotechnology are joining together to solve scientific and 
technological problems. Our group is dedicated to theoretical research 
exploring this challenging new direction of science. 

MAJOR AREAS: 

Common Partners of Protein 

In this work, we analyze the common partners of protein to find any 
statistical significance. 

Global Analysis of Protein Interaction Network 

In this work, we analyze the protein interaction network using a 
percolation based method for long range order. 


„ Nanotechnology at Astrobiology at NASA 

NASA main page Ames Research Center NASA Ames Ames 


Home 



Home 


Research 


Publications 


Please email msamanta@nas.nasa.gov with any comment or suggestion on this website. 


Common Partners of Proteins 


NAS 


Research Publications 

RESEARCH: 

In this work, we start with two-protein interaction data of yeast 
available from the DIP database and conduct an analysis based on the 
number of common partners every pairs of proteins share. The 
interactions are ranked based on their probabilities of occurance in a 
random sampie and then significant pairs are studied for interesting 
patterns. More details about the method and observations are provided 
in this publication. 

You can download the top 8000 pairs from our dataset from here -plain 
text, html. 

Or enter any protein-name or ORF in the form below to get a list of 
other proteins it prefers to share partners with. 


To download our paper on this, click here. 
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Proteins Sharing Partners with MY03 

(Click on the p-value to get names of common partners ) 
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Welcome to the NORMAL Domain Server for protein domain decomposiition using our normalized cut 
routine. We also compare our results with other methods. 

To try, enter the PDB code, (either 3-letter code e.g. 3CD4 or 
4-letter code including chain e.g. 1 ATNA). 


PDB code: 

Additional information on our method is provided in the following paper. 

Manoj Samanta and Shoudan Liang. Normalized Cut Algorithm for Automated Assignment of 
Protein Domains. Unpublished. Download here postscript, pdf, HTML. 
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RESEARCH: 

In this work we start with yeast two protein interaction data from the 
DIP database and analyze it using a percolation based technique, of 
common partners every pairs of pro:elns have. The interactions are 
ranked based on their probability of occurance In a random sample 
and then significant pairs are studied for interesting patterns. 

To download our paper on this, click here. 
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